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I. Agenda 
Review of the Genetic Variation Model Walk-Through – version 20080714
The following Acts were discussed :
Individual Allele
Title attribute : Do we need a Title attribute in the Individual Allele Act ? 
The need of the Title attribute will be discussed in tommorrow´s conference call.

Sequence
Phenotype : Shall we allow a Phenotype CMET linked with the Sequence?

In this case we should differentiate between clinical practice and research.
In clinical practice one would use the Interpretation Code attribute in the Sequence Act, whereas in the research setting one would use the Phenotype.
Title attribute : Shall we add the attribute Title to the Sequence Act?

If we remove the Title attribute and come to a use case, where we need it in future, we might have to change the model which means, we will have to reballot the model.

Mollie – suggests to keep the Title and the Interpretation Code in the Sequence Act.

Action item : 

Phil will add the interpretation Code for the Sequence Act. 
Sequence Variation
Title attribute : Whenever a report is encapsulated in the Text attribute of the Sequence Variation Act , the title of the report could also be added in the Title attribute.
Conclusion : keep the Title attribute for Sequence Variation.

Genetic Document
We are not allowing any author for a generic document, and we do not have any possibility to explicitly link an author with a document. Shall we add  that?
This issue will be discussed in the upcoming conference call.

Walk-through of the Genetic Variation Storyboards – Mollie
Reference : 08 07 13 Genetic Variation Storyboards-clinical.doc
All changes accepted. 
II. Next conference call
The next conference call is scheduled for July 15th, 2008.
III. Next meeting´s agenda
Continue  review of the storyboards  and the PubDB content.
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