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CS-CG Comparison

· We continued the spreadsheet review and effectively went through Genetic Variation tab.

· 
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· The following is a summary of remaining items that we’ll address via e-mail:

· Genetic Variation:

· Sequence.methodCode – line 557 – are the value sets in sync?

· Pedigree Variation

· FamilyHistory.id – line 6 – based on other discussions, would CG follow CS, or do we need to further review?  Same for line 86, 233, 

· Informant.typeCode – line 42 – are vocabularies synced?

· PedigreeAnalysisResults.code – line 234 – would CG adjust in line with similar discussions?  Also line 271, 308, 331, 377, 400

Next meeting:
· CG will return to its regular schedule.  If the follow-ups would yield a variation between CS and CG, we will re-group at that time.
_1305453491.xls
Pedigree Derivation

		Clinical Statement Classes						Pedigree Classes						Issue		Discussion Notes		Resolution										Annie Proband Sample XML												CAGENE Version 3.4 Sample XML

																				Against		Abstain		In Favor				Annie Proband		Annie Proband		Relative One		Relative Two		Relative Three				Patient		Relative One		Relative Two

		Observation						FamilyHistory - Entry Point																				<FamilyHistory												<FamilyHistory xmlns="urn:hl7-org:v3" xmlns:xsi="http://www.w3.org/2001/XMLSchema-instance" xsi:schemaLocation="urn:hl7-org:v3 ..\..\OutputFiles\Schemas\ClinicalGenomicsElements.xsd">

				classCode*: <= OBS						classCode*: <= OBS																		classCode="OBS"

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= EVN																		moodCode="EVN">

				id: SET <II> [1..1] < ObservationType						id: SET <II> [0..1]																		<id root="2.16.840.1.113883.6.117" extension="299" assigningAuthorityName="Avon Center Appointment Number" />

				code*: CD CWE [1..1] < Observation Type						code*: CD CWE [1..1]																		<code code="10157-6" codeSystemName="LOINC" displayName="HISTORY OF FAMILY MEMBER DISEASE" />												<code />

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]						text: ED [0..1]																		<text>This file was created by the Umass HL7-Mgh Translator</text>

				statusCode*: CS CNE [0..1] < ActStatus						statusCode: CS CNE [0..1] < AcStatus

				effectiveTime: GTS [0..1]						effectiveTime: TS [0..1]																		<effectiveTime value="2009040408" />												<effectiveTime value="200512241729" />

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality						confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty						uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage						languageCode: CE CWE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod						methodCode: SET <CE> CWE [0..*]																														<methodCode displayName="CAGENE Version 3.4" />

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		sourceOf						component

				0..* actChoice						0..* clinicalGenomicChoice

				typeCode*: < ActRelationshipType						typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"						contextConductionInd: BL [0..1] = "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		informant						informant

				0..* providerOrPatientOrRelated						0..* relatedParty

				typeCode*: CS CNE [1..1] <= "OP"						typeCode*: <= INF						Need to check vocabulary

				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] < ParticipationMode

		CMET: R_AssignedEntity [universal], RelatedEntity, R_Patient [universal], Investigated Person						CMET: R_RelatedParty [universal]

		subject						subject																																<subject>

				0..* patientOrRelatedorSpecimen						0..1 patient

				typeCode*: <= SBJ						typeCode*: <= SBJ																		<subject typeCode="SBJ">

				contextControlCode*: CS CNE [1..1] <= "OP"

				sequenceNumber: INT [0..1]

				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] < ParticipationMode

				awarenessCode: CE CWE [0..1] < TargetAwareness

		CMET: R_Subject [universal], RelatedEntity, R_Specimen [universal]						Patient																																<patient>

										classCode*: <= PAT																		<patient classCode="PAT">

										id: II [0..1]																		<id root="2.16.840.1.113883.6.117" extension="999999999" />												<id root="2.16.840.1.113883.6.117" extension="555" />

								Person								Need to check vocabulary within CMETs whether everything is covered												<patientPerson>				<relationshipHolder>		<relationshipHolder>		<relationshipHolder>				<patientPerson>		<relationshipHolder		<relationshipHolder

										classCode*: <= PSN																																classCode="PSN"		classCode="PSN"

										determinerCode*: <= INSTANCE																																determinerCode="INSTANCE">		determinerCode="INSTANCE">

										id: II [0..1]																		<id extension="1" />				<id extension="2" />		<id extension="4" />		<id extension="5" />				<id root="2.16.840.1.113883.6.117" extension="555.001" />		<id root="2.16.840.1.113883.6.117" extension="555.002" />		<id root="2.16.840.1.113883.6.117" extension="555.011" />

										name: BAG<EN> [0..*]																		<name formatted="Annie Proband" first="Annie" last="Proband" />				<name formatted="Harriet" />

										telecom: BAG<TEL> [0..*]																		<telecom use="H" value="" />
 <telecom use="WP" value="" />

										administrativeGenderCode: CE CWE [0..1] < AdministrativeGender																		<administrativeGenderCode code="F" />				<administrativeGenderCode code="F" />								<administrativeGenderCode code="F" />

										birthTime: TS [0..1]																		<birthTime value="19750620" />												<birthTime value="1957" />

										deceasedInd: BL [0..1] "false"																		<deceasedInd code="false" />				<deceasedInd code="true" />										<deceasedInd value="true" />		<deceasedInd value="true" />

										deceasedTime: TS [0..1]

										raceCode: SET <CE> CWE [0..*] < Race																		<raceCode code="2054-5" codeSystemName="HL7" originalText="African American or Black" />

										ethnicGroupCode: SET <CE> CWE [0..*] < Ethnicity

								Relative										CS will have change request to incorporate family structure.'														<relative>		<relative>		<relative>						<relative		<relative

										classCode*: <= PRS																																classCode="PRS">		classCode="PRS">

										code*: CE CWE [1..1 <= FamilyMember																						<code code="NMTH" />		<code code="NMTH" />		<code code="NFTH" />						<code code="NMTH" />		<code code="DAU" />

		subject						subjectOf3																				<subjectOf2>		<subjectOf2>		<subjectOf2>								<subjectOf2>		<subjectOf2		<subjectOf2>

				0..* patientOrRelatedorSpecimen						0..* clinicalGenomicChoice

				typeCode*: <= SBJ						typeCode*: <= SBJ																																typeCode="SBJ">

				contextControlCode*: CS CNE [1..1] <= "OP"

				sequenceNumber: INT [0..1]

				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] < ParticipationMode

				awarenessCode: CE CWE [0..1] < TargetAwareness

		Clinical Statement						ClinicalGenomicChoice								ClinicalGenomicChoice is a subset of Clinical Statement

		Observation						ClinicalObservation																				<clinicalObservation>		<clinicalObservation>		<clinicalObservation>								<clinicalObservation negationInd="true">		<clinicalObservation

				classCode*: <= OBS						classCode*: <= OBS																		<code code="C19666" codeSystemName="NCI" displayName="Age at Menarche" originalText="startedMenstruating" value="13" />		<code code="C19667" codeSystemName="NCI" displayName="Age at First Live Birth" originalText="ageFirstChildBorn" value="19" />		<code code="C4908" codeSystemName="NCI" displayName="Ovarian Carcinoma" originalText="Ovarian Cancer"										classCode="OBS"

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= EVN																																moodCode="EVN">

				id: SET <II> [1..1] < ObservationType						id: SET <II> [0..*]

				code*: CD CWE [1..1] < Observation Type						code*: CD CWE [1..1]																														<code code="V1043" codeSystemName="ICD" displayName="HX OF OVARIAN MALIGNANCY" />		<code code="V1043" codeSystemName="ICD" displayName="HX OF OVARIAN MALIGNANCY" />

				negationInd: BL [0..1]						negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]						text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus						statusCode: CS CNE [0..1] < AcStatus

				effectiveTime: GTS [0..1]						effectiveTime: IVL [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality						confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty						uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue						value: ANY CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod						methodCode: SET <CE> CWE [0..*]

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		sourceOf						sourceOf

				0..* actChoice						0..* clinicalObservation

				typeCode*: < ActRelationshipType						typeCode*: <= ActRelationshipType

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		sourceOf						subject																								<subject>										<subject

				0..* actChoice						0..1 dataEstimatedAge

				typeCode*: < ActRelationshipType						typeCode*: <= SUBJ																																typeCode="SUBJ">

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation						dataEstimatedAge																								<dataEstimatedAge>										<dataEstimatedAge

				classCode*: <= OBS						classCode*: <= OBS																																classCode="OBS"

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= EVN																																moodCode="EVN">

				id: SET <II> [1..1] < ObservationType

				code*: CD CWE [1..1] < Observation Type						code*: CD CWE [1..1]																						code code="397659008" displayName="Age" codeSystemName="SNOMED CT" />										<code displayName="age at onset in years" />

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue						value: IVL <REAL> 0..1]																						<value>
  <low value="45" /> 
  <high value="45" /> 
  </value>										<value value="40" />

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		Clinical Satement						CMET: A_GeneticLocus[universal]																																				<geneticLocus moodCode="EVN">
  <text>breast cancer 1, early onset</text> 
etc.etc.

		Clinical Satement						CMET: A_GeneticLoci[universal]

		subject						subjectOf3																				<subjectOf1>				<subjectOf1>								<subjectOf1>		<subjectOf1		<subjectOf1

				0..* patientOrRelatedorSpecimen						0..* subjectEstimatedAge

				typeCode*: <= SBJ						typeCode*: <= SBJ																																typeCode="SBJ">		typeCode="SBJ">

				contextControlCode*: CS CNE [1..1] <= "OP"

				sequenceNumber: INT [0..1]

				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] < ParticipationMode

				awarenessCode: CE CWE [0..1] < TargetAwareness

		ActChoice						SubjectEstimated Age

		Observation						DeceasedEstimatedAge																								<deceasedEstimatedAge>								<deceasedEstimatedAge>		<deceasedEstimatedAge		<deceasedEstimatedAge

				classCode*: <= OBS						classCode*: <= OBS																																classCode="OBS"		classCode="OBS"

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= EVN																																moodCode="EVN">		moodCode="EVN">

				id: SET <II> [1..1] < ObservationType

				code*: CD CWE [1..1] < Observation Type						code*: CD CWE [1..1]																						<code code="39016-1" displayName="AGE AT DEATH" codeSystemName="LOINC" />								<code displayName="age in years" />		<code displayName="age in years" />		<code displayName="age in years" />

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue						value: IVL <REAL> [0..1]																						<value value="50" unit="year" />								<value value="47" />		<value value="72" />		<value value="33" />

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		Observation						LivingEstimatedAge																				<livingEstimatedAge>

				classCode*: <= OBS						classCode*: <= OBS

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= EVN

				id: SET <II> [1..1] < ObservationType

				code*: CD CWE [1..1] < Observation Type						code*: CD CWE [1..1]																		<code code="21611-9" displayName="ESTIMATED AGE" codeSystemName="LOINC" />

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue						value: IVL <REAL> [0..1]																		<value value="33" unit="year" />

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		sourceOf						risk

				0..* actChoice						0..* pedigreeAnalysisResults

				typeCode*: < ActRelationshipType						typeCode*: <= RISK

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation						PedigreeAnalysisResults

				classCode*: <= OBS						classCode*: <= OBS

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= RSK						Need to check vocabulary.  I think it fits.

				id: SET <II> [1..1] < ObservationType						id: SET <II> [0..*]

				code*: CD CWE [1..1] < Observation Type						code: CD CWE [0..1]

				negationInd: BL [0..1]						negationInd: BL [0..1]

				derivationExpr: ST [0..1]						derivationExpr: ST [0..1]

				text: ED [0..1]						text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]						effectiveTime: IVL <TS> [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod						methodCode: SET <CE> CWE [0..*]

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		sourceOf						controlVariable

				0..* actChoice						0..* inputParameters

				typeCode*: < ActRelationshipType						typeCode*: <= CTRLV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]						localVariableName: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation						InputParameters

				classCode*: <= OBS						classCode*: <= OBS

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= EVN.CRT

				id: SET <II> [1..1] < ObservationType

				code*: CD CWE [1..1] < Observation Type						code: CD CWE [0..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]						text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue						value: ANY CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		sourceOf						component

				0..* actChoice						0..* choice

				typeCode*: < ActRelationshipType						typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation						AnalysisResult

				classCode*: <= OBS						classCode*: <= OBS

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= RSK

				id: SET <II> [1..1] < ObservationType

				code*: CD CWE [1..1] < Observation Type						code*: CD CWE [1..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue						value: ANY CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		Observation						Probability

				classCode*: <= OBS						classCode*: <= OBS

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= RSK

				id: SET <II> [1..1] < ObservationType

				code*: CD CWE [1..1] < Observation Type						code*: CD CWE [1..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue						value: REAL [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		Observation						Age

				classCode*: <= OBS						classCode*: <= OBS

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= RSK

				id: SET <II> [1..1] < ObservationType

				code*: CD CWE [1..1] < Observation Type						code*: CD CWE [1..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue						value: IVL <REAL> [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		Observation						PercentageRisk

				classCode*: <= OBS						classCode*: <= OBS

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= RSK

				id: SET <II> [1..1] < ObservationType

				code*: CD CWE [1..1] < Observation Type						code*: CD CWE [1..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue						value: REAL [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		Observation						RelativeRisk

				classCode*: <= OBS						classCode*: <= OBS

				moodCode*: x_ClinicalStatementObservationMood						moodCode*: <= RSK

				id: SET <II> [1..1] < ObservationType

				code*: CD CWE [1..1] < Observation Type						code*: CD CWE [1..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue						value: REAL [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		sourceOf						pertinentInformation

				0..* actChoice						1..1 probability

				typeCode*: < ActRelationshipType						typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty





Genetic Variation

		Clinical Statement Classes				Genetic Variation Classes				Issue		Discussion Notes		Resolution

																Against		Abstain		In Favor

		Observation				GeneticLoci - ENTRY POINT

				classCode*: <= OBS				classCode*: <= LOC

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < x_ActMoodDefEvnRqoPrmsPrp (default=EVN)				Hans: What is the CG domain name?  Can't find it.  Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.
Amnon: (1) CG Domain name is POCG; (2) The various mood codes are needed to enable the creation of message types or CMETs for different interactions, e.g., ordering a genetic test, indicating a reference sequence, promise to test for specific variation, etc.
26-May Meeting: Rik indicated that CS has the moods covered.

				id: SET <II> [0..*]				id: II [0..1]				Hans: Why does CG allow for 0 and CS require 1?
Amnon: The group didn't want to mandate the use of unique ids. In LAB and CDA this is not mandated either.
26-May Meeting: CS column is a typo.  Should be id: SET <II> [0..*], so we're o.k.

				code*: CD CWE [1..1] < Observation Type				code*: CE CWE [1..1] GeneticVariation

				negationInd: BL [0..1]				negationInd: BL [0..1]

								title: ED [0..1]						26-May Meeting: Should be pursued as a Change Request to Clinical Statement.  Genetic Loci as entry point carries a title.  Research study, document name.

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus				statusCode*: CS CNE [1..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime*: GTS [1..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality				confidentialityCode: SET <CE> CWE [1..1] < Confidentiality

								reasonCode: SET <CE> CWE [0..*] < ActReason						26-May Meeting: There is a difference in interpretation whether the reason code should only be used for administrative reasons.  The current RIM definition does not reference administrative focus only.  Various discussions, including e-mails indicate it is intended for administrative purposes only and clinical reasons should go through the act-relationship construct.
CG currently uses it for determining whether patient is carrier, or diagnostic reasons, i.e., clinical reasons.
We need to get a harmonization proposal in play with RIM first to ensure the purpose is clear, and then we can adjust either CS or CG accordingly.

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: ANY CWE [0..1] < ObservationValue

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod				interpretationCode: SET <CE> CWE [0..*] < ObservationInterpretation

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		sourceOf				sourceOf						Hans: Or should it be targetOf?  Or use sourceOf1 using the ActReference?  Same attributes though.
26-May Meeting: Should be sourceOf in CS.

				0..* actChoice				0..* associatedObservation

				typeCode*: < ActRelationshipType				typeCode*: <= ActeRelationshipType (default=COMP)

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd*: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				AssociatedObservation

				classCode*: <= OBS				classCode*: <= GEN

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < x_ActMoodDefEvnRqoPrmsPrp (default=EVN)				Hans: Unclear what CG list is (can't find it).  Unclear why CG includes RQO.
Amnon: As explained above, this mood code will be constrained in a specific message type of specific flavor of CMET derived from this model. In principle, RQO represents request to have a genomic observation of, for example, a genetic variation, or of the sequence of a gene, etc. 
26-May Meeting: Rik indicates that CS covers the relevant moods.

				id: SET <II> [0..*]				id: SET <II> [0..*]				26-May Meeting: CS column is a typo.  Should be id: SET <II> [0..*], so we're o.k.

				code*: CD CWE [1..1] < Observation Type				code*: CE CWE [1..1] < ActCode

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus										26-May Meeting: Genetic Variation will pick this up in the next version.

				effectiveTime: GTS [0..1]				effectiveTime*: GTS [1..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: ANY CWE [0..1] < ObservationValue

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [0..*]						26-May Meeting: Tooling issue does not show it in Visio.  Report as bug with tools.

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		sourceOf				component2

				0..* actChoice				0..* geneticLoci

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		sourceOf				derivedFrom

				0..* actChoice				0..* associatedProperty

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]				inversionInd: BL [0..1] "TRUE"

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		sourceOf				pertinentInformation

				0..* actChoice				0..* clinicalPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				subject

				0..* actChoice				0..* annotation

				typeCode*: < ActRelationshipType				typeCode*: <= SUBJ

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"				contextControlCode: CS CNE [0..1] <= "AN"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "false"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]				seperatableInd: BL [0..1] = "false"

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

						A_Annotation [universal]				??

		targetOf				documentationOf						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* geneticDocument

				typeCode*: < ActRelationshipType				typeCode*: <= DOC

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Organizer				GeneticDocument

				classCode*: <= ActClassRecordOrganizer				classCode*: <= DOC

				moodCode*: <= EVN				moodCode*: <= EVN

				id: SET <II> [0..*]				id: SET <II> [0..*]				26-May Meeting: Typo in CS column.  Fixed now.

				code: CD CWE [0..1] < ActCode				code: CE CWE [0..1] < ActCode

								title: ED [0..1]						26-May Meeting: Pursue Change Request to Clinical Statement

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus				statusCode: CS CNE [0..1] < ActStatus						26-May Meeting: Change to Genetic Variation in next release.

				effectiveTime: IVL <TS> [0..1]				effectiveTime: GTS [0..1]						26-May Meeting: Change to Genetic Variation in next release.

				availabilityTime: TS [0..1]

				priorityCode: SET <CE> CWE [0..*] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

								languageCode: CE CNE [0..1] < HumanLanguage						26-May Meeting: Pursue Change Request to CS.  Consider whether to break Organizer into Plain Organizer and Document Organizer.

								setID: II [0..1]						26-May Meeting: Pursue Change Request to CS.  Consider whether to break Organizer into Plain Organizer and Document Organizer.

								versionNumber: INT [0..1]						26-May Meeting: Pursue Change Request to CS.  Consider whether to break Organizer into Plain Organizer and Document Organizer.

		targetOf				relatedDocument						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* expression

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"				contextControlCode: CS CNE [0..1] < ContextControl				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1]				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		performer				recordTarget						26-May Meeting: Incomplete definition - tooling.

				0..1 subject				0..1 subject

				typeCode*: <= RCT				typeCode*: <= RCT

				contextControlCode*: CS CNE [1..1] <= "OP"				contextControlCode*: CS CNE [1..1] <= "OP"

		R_subject [universal]				R_subject [universal]

		product				specimen						26-May Meeting: Incomplete definition - tooling.

				0..* specimen				0..* specimen

				typeCode*: <= PRD				typeCode*: <= SPC

				contextControlCode*: CS CNE [1..1] < ContextControl				contextControlCode*: CS CNE [1..1] <= "OP"

				sequenceNumber: INT [0..1]

		R_specimen [universal]				R_specimen [universal]

		author				author1

				0..* providerOrPatientOrRelated				0..* assignedEntity

				typeCode*: <= AUT				typeCode*: <= AUT

				contextControlCode*: CS CNE [1..1] <= "OP"				contextControlCode: CS CNE [0..1] "OP"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				noteText: ED [0..1]

				time: TS [0..1]

				modeCode: CE CWE [0..1] <= C:ParticipationMode

				signatureCode: CE CNE [0..1] < ParticipationSignature

				signatureText: ED [0..1]

		performer				performer1

				0..* providerOrPatientOrRelated				0..* assignedEntity

				typeCode*: <= PRF				typeCode*: <= PRF

				functionCode: CE CWE [0..1] <= PerformerFunctionCode

				contextControlCode*: CS CNE [1..1] <= "OP"				contextControlCode: CS CNE [0..1] "OP"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				noteText: ED [0..1]

				time: IVL <TS> [0..1]				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] <= C:ParticipationMode

		verifier				verifier

				0..* providerOrPatientOrRelated				0..* assignedEntity

				typeCode*: <= VRF				typeCode*: <= VRF

				contextControlCode*: CS CNE [1..1] <= "OP"				contextControlCode: CS CNE [0..1] "OP"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				noteText: ED [0..1]

				time*: TS [0..1]										2-Jun Meeting: Add into next version of Genetic Varation.

				modeCode: CE CWE [0..1] <= C:ParticipationMode

				signatureCode: CE CNE [0..1] < ParticipationSignature

				signatureText: ED [0..1]

		CMET:AssignedEntity[universal], Related Entity, CMET: R_Patient[universal], InvestigedPerson				CMET: R_Assigned Entity [universal]

		targetOf				component1						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* geneticLocus

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				GeneticLocus

				classCode*: <= OBS				classCode*: <= LOC

				moodCode*: x_ClinicalStatementObservationMood				moodCode*": < x_ActMoodDefEvnRqoPrmsPrp (default=EVN)				Hans: Why are all needed?

				id: SET <II> [0..*]				id: SET <II> [0..1]				26-May Meeting: Typo in CS column.  Now fixed.

				code*: CD CWE [1..1] < Observation Type				code: CD CWE [0..1] < ActCode (default=Gene)				2-Jun Meeting: If 1..1 still could put in a null flavor to indicate that there is no further information then Locus.  Could use a null flavor in a blinding fashion as somebody knows but may not pass it (proprietary).  Mask may work.		2-Jun Meeting:  CG will further discuss how to best approach this.

				negationInd: BL [0..1]				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

								title: ED [0..1]						26-May Meeting: Should be pursued as a Change Request to Clinical Statement.  Genetic Loci as entry point carries a title.  Research study, document name.

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus				statusCode: CS CNE [0..1] < ActStatus						2-Jun Meeting: Genetic Variation will change in future version to required.

				effectiveTime: GTS [0..1]				effectiveTime*: IVL <TS> [1..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

								reasonCode: SET <CE> CWE [0..*] < ActReason						26-May Meeting: There is a difference in interpretation whether the reason code should only be used for administrative reasons.  The current RIM definition does not reference administrative focus only.  Various discussions, including e-mails indicate it is intended for administrative purposes only and clinical reasons should go through the act-relationship construct.
CG currently uses it for determining whether patient is carrier, or diagnostic reasons, i.e., clinical reasons.
We need to get a harmonization proposal in play with RIM first to ensure the purpose is clear, and then we can adjust either CS or CG accordingly.

				value: ANY CWE [0..1] < ObservationValue				value: ANY CWE [1..1] < ObservationValue

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [1..1] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				derivedFrom						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedProperty

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]				inversionInd: BL [1..1] "TRUE"

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd*: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				AsscodiatedProperty

				classCode*: <= OBS				classCode*: <= GEN

				moodCode*: x_ClinicalStatementObservationMood				moodCode*": < x_ActMoodDefEvnRqoPrmsPrp (default=EVN)

				id: SET <II> [0..*]

				code*: CD CWE [1..1] < Observation Type				code*: CD CWE [1..1] < ActCode

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus								2-Jun Meeting: CG was looking at AssociatedProperty as new classes.  Harmonization proposal was rejected.  Properties are not really observations as their own.  They come from the main class.		2-Jun Meeting: CG will add status to next version of Genetic Variation.

				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: ANY CWE [0..1] < ObservationValue

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		sourceOf				sourceOf						Hans: Or should it be targetOf?  Or use sourceOf1 using the ActReference?  Same attributes though.

				0..* actChoice				0..* associatedObservation

				typeCode*: < ActRelationshipType				typeCode*: <= ActeRelationshipType (default=COMP)

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd*: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		sourceOf				pertinentInformation						Hans: Or should it be targetOf?  Or use sourceOf1 using the ActReference?  Same attributes though.

				0..* actChoice				0..* phenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

						A_Phenotype [universal]

		sourceOf				pertinentInformation						Hans: Or should it be targetOf?  Or use sourceOf1 using the ActReference?  Same attributes though.
Also some name confusion in the same model.
Amnon: What's the name confusion?
2-Jun Meeting: Naming act-relationships the same when they are of different classes is o.k.

				0..* actChoice				0..* phenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		sourceOf				reference						Hans: Or should it be targetOf?  Or use sourceOf1 using the ActReference?  Same attributes though.

				0..* actChoice				0..* geneticLocus

				typeCode*: < ActRelationshipType				typeCode*: <= REFR

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "false"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		sourceOf				component1						Hans: Or should it be targetOf?  Or use sourceOf1 using the ActReference?  Same attributes though.
Also name confusion in the same model.

				0..* actChoice				0..* individualAllele

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				IndividualAllele

				classCode*: <= OBS				classCode*: <= SEQVAR				Hans: Why is this SEQVAR?
Amnon: Look at GEN underneath OBS in ActClass: this is the hierarchy of genomic codes identifying the core classes. SEQVAR represents sequence vartiation.

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < x_ActMoodDefEvnRqoPrmsPrp (default=EVN)				Hans: What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.
Amnon: We're aware that we haven't completed yet the mechanism to support ordering.

				id: SET <II> [0..*]				id: II [0..1]

				code*: CD CWE [1..1] < Observation Type

				negationInd: BL [0..1]				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

								title: ED [0..1]						26-May Meeting: Should be pursued as a Change Request to Clinical Statement.  Genetic Loci as entry point carries a title.  Research study, document name.

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus				statusCode: CS CNE [0..1] < ActStatus						2-Jun Meeting: CG to take on in next version of Genetic Variation.

				effectiveTime: GTS [0..1]				effectiveTime: GTS [1..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

								reasonCode: SET <CE> [0..*]				Hans: Just to make sure, this is meant to be administrative.
Amnon: What do you mean by "administrative"? The reason code allows for example the indication of "carrier testing" as a reason for a testing request, as opposed to diagnostic.		26-May Meeting: There is a difference in interpretation whether the reason code should only be used for administrative reasons.  The current RIM definition does not reference administrative focus only.  Various discussions, including e-mails indicate it is intended for administrative purposes only and clinical reasons should go through the act-relationship construct.
CG currently uses it for determining whether patient is carrier, or diagnostic reasons, i.e., clinical reasons.
We need to get a harmonization proposal in play with RIM first to ensure the purpose is clear, and then we can adjust either CS or CG accordingly.

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: CD CWE [0..1] C:

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod				interpretationCode: SET <CE> [0..*] < ObservationInterpretation						2-Jun Meeting: Typo in CS (should be < ObservationInterpretation.  Visio not in sync with table.

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				reference						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* individualAllele

				typeCode*: < ActRelationshipType				typeCode*: <= REFR

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				sourceOf						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedObservation

				typeCode*: < ActRelationshipType				typeCode*: < ActRelationshipType (default=COMP)

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		sourceOf				pertinentInformation						Hans: Or should it be targetOf?  Or use sourceOf1 using the ActReference?  Same attributes though.
Also some name confusion in the same model.

				0..* actChoice				0..* phenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associdatedProperty

				typeCode*: < ActRelationshipType				typeCode* <= DRIV

				inversionInd: BL [0..1]				inversionInd: BL [1..1] "TRUE"

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				component1						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* sequenceVariation

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				SequenceVariation

				classCode*: <= OBS				classCode*: <= SEQVAR

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < x_ActMoodDefEvnRqoPrmsPrp (default=EVN)				Hans: What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.

				id: SET <II> [0..*]				id: II [0..1]

				code*: CD CWE [1..1] < Observation Type				code: CD CWE [0..1] <ActCode

				negationInd: BL [0..1]				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

								title: ED [0..1]						26-May Meeting: Should be pursued as a Change Request to Clinical Statement.  Genetic Loci as entry point carries a title.  Research study, document name.

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus										2-Jun Meeting: CG will take on in next Genetic Variation version.

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: ANY CWE [0..1] < ObservationValue

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod				interpretationCode: SET <CE> CWE [0..*]

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [0..*]

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				derivedFrom						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associdatedProperty

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]				inversionInd: BL [1..1] "TRUE"

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				sourceOf						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedObservation

				typeCode*: < ActRelationshipType				typeCode*: <= ActRelationshipType (default=COMP)

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				pertinentInformation						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* Phenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		performer				performer

				0..* providerOrPatientOrRelated				0..*

				typeCode*: <= PRF

				functionCode: CE CWE [0..1] <= PerformerFunctionCode

				contextControlCode*: CS CNE [1..1] <= "OP"

				noteText: ED [0..1]

				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] <= C:ParticipationMode

		targetOf				component2						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* sequence

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				Sequence

				classCode*: <= OBS				classCode*: <= SEQ

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < x_ActMoodDefEvnRqoPrmsPrp (default=EVN)				Hans: What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.

				id: SET <II> [0..*]				id: II [0..1]

				code*: CD CWE [1..1] < Observation Type				code: CD CWE [1..1] < ActCode (the type of sequence (OBSERVED, REFERENCED, etc.)

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1] (sequence's annotations)

				statusCode*: CS CNE [0..1] < ActStatus										2-Jun Meeting: CG will take on in next Genetic Variation version.

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

								reasonCode: SET <CE> [0..*]						26-May Meeting: There is a difference in interpretation whether the reason code should only be used for administrative reasons.  The current RIM definition does not reference administrative focus only.  Various discussions, including e-mails indicate it is intended for administrative purposes only and clinical reasons should go through the act-relationship construct.
CG currently uses it for determining whether patient is carrier, or diagnostic reasons, i.e., clinical reasons.
We need to get a harmonization proposal in play with RIM first to ensure the purpose is clear, and then we can adjust either CS or CG accordingly.

				value: ANY CWE [0..1] < ObservationValue				value: ED [1..1] ((the actual sequence in a recognized bioinformatics content model) (such as BSML)				2-Jun Meeting: ED is sub of ANY so this is green.

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod				interpretationCode: SET <CE> CWE [0..*]				2-Jun Meeting: CS has a typo (should be ObservationInterpretation), while CG has a visio challenge.

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> [0..*] (the sequencing method)

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				sourceOf						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedObservation

				typeCode*: < ActRelationshipType				typeCode*: < ActRelationshipType (default=COMP)

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom1						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedProperty

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom2						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* sequence

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]				inversionInd: BL [0..1] ="TRUE"

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom3						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* sequenceVariation

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]				inversionInd: BL [0..1] ="TRUE"				Hans: Note that this model uses both [1..1] and [0..1].  Unclear why different.
Amnon: The inversion indication had to be fixed to true to match the definitions of the RIM. It will be fixed in the next version.

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				pertinentInformation						Hans: Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* Phenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				contextConductionInd*: BL [1..1] "true"				contextConductionInd: BL [0..1] "true"				26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		performer				performer

				0..* providerOrPatientOrRelated				0..*

				typeCode*: <= PRF

				functionCode: CE CWE [0..1] <= PerformerFunctionCode

				contextControlCode*: CS CNE [1..1] <= "OP"								26-May Meeting: Until we have better guidance how this should be used, and with expected upcoming changes, we will ignore these differences for now.

				noteText: ED [0..1]

				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] <= C:ParticipationMode





Genotype Derivation

		Clinical Statement Classes				Genotype Classes				Issue		Discussion Notes		Resolution

																Against		Abstain		In Favor

		Observation				GeneticLocus - ENTRY POINT

				classCode*: <= OBS				classCode*: <= LOC

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < x_ActMoodDefEvnRqoPrmsPrp				What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.

				id: SET <II> [1..1] < ObservationType				id: II [0..1]				Why does CG allow for 0 and CS require 1?

				code*: CD CWE [1..1] < Observation Type				code: CE CWE [0..1]				Why is CS mandatory and CG optional?

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime: IVL <TS> [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty				uncertaintyCode: CE CNE [0..1] <= Uncertainty				CG should use ActUncertainty?

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: CD CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod				interpretationCode: SET <CE> CWE [0..*] < ObservationInterpretation

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [0..*]

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		sourceOf				reference						Or should it be targetOf?  Or use sourceOf1 using the ActReference?  Same attributes though.

				0..* actChoice				0..* geneticLocus

				typeCode*: < ActRelationshipType				typeCode*: <= REFR

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		sourceOf				component1						Or should it be using targetOf?  Same attributes though.

				0..* actChoice				0..* individualAllele

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		sourceOf				component2

				0..* actChoice				0..* associatedObservation

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				AssociatedObservation

				classCode*: <= OBS				classCode*: <= GEN

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < x_ActMoodDefEvnRqo				Unclear what CG list is (can't find it).  Unclear why CG includes RQO.

				id: SET <II> [1..1] < ObservationType				id: SET <II> [0..*]

				code*: CD CWE [1..1] < Observation Type				code: CE CWE [0..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: ANY CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [0..*]

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				pertinentInformation						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* clinicalPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				component3						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* sequenceVariation

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				component4						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* sequence

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				component5						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* expression

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom2						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* polypeptide

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				pertinentInformation						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* cliniclaPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				componentOf						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* genticLoci				Shouldn't CG be 0..* geneticLocus?

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				GeneticLoci

				classCode*: <= OBS				classCode*: <= OBS

				moodCode*: x_ClinicalStatementObservationMood				moodCode*": <= EVN

				id: SET <II> [1..1] < ObservationType				id: SET <II> [0..1]

				code*: CD CWE [1..1] < Observation Type				code: CD CWE [0..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: ANY CWE [0..1]				Does ObservationValue cover enough?

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				pertinentInformation						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* clinicalPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom1						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedProperty

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				AsscodiatedProperty

				classCode*: <= OBS				classCode*: <= GEN

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: <= EVN

				id: SET <II> [1..1] < ObservationType

				code*: CD CWE [1..1] < Observation Type				code: CD CWE [0..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: ANY CWE [0..1]				Does ObservationValue cover enough?

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		performer				performer

				0..* providerOrPatientOrRelated				0..* assignedEntity

				typeCode*: <= PRF				typeCode*: <= PRF

				functionCode: CE CWE [0..1] <= PerformerFunctionCode

				contextControlCode*: CS CNE [1..1] <= "OP"				contextControlCode: CS CNE [0..1] "OP"

				noteText: ED [0..1]

				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] <= C:ParticipationMode

		CMET:AssignedEntity[universal], Related Entity, CMET: R_Patient[universal], InvestigedPerson				CMET: R_Assigned Entity [universal]

		subject				subject

				0..* patientOrRelatedOrSpecimen				0..1 identifiedEntity

				typeCode*: <= SBJ				typeCode*: <= SBJ

				contextControlCode*: CS CNE [1..1] <= "OP"				contextControlCode: CS CNE [0..1] "OP"

				sequenceNumber: INT [0..1]

				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] <= C:ParticipationMode

				awarenessCode: CE CWE [0..1] < TargetAwareness

		CMET:R_Subject[universal], RelatedEntity, CMET:R_Specimen[universal]				IdentifiedEntity						I think it is derivable, but need to double check.

								classCode*: <= IDENT

								id: SET <II> [0..*]

								code: CD CWE [0..1] < RoleCode

						ScopingEntity						I think it is derivable, but need to double check.

								classCode* <= LIV

								determinerCode*: <= INSTANCE

								id: SET <II> [0..*]

								code: CE CWE [0..1] < Entity Code

		Observation				IndividualAllele

				classCode*: <= OBS				classCode*: <= SEQVAR				Why is this SEQVAR?

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < x_ActMoodDefEvnRqoPrmsPrp				What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.

				id: SET <II> [1..1] < ObservationType				id: II [0..1]

				code*: CD CWE [1..1] < Observation Type

				negationInd: BL [0..1]				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: CD CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod				interpretationCode: SET <CE> CWE [0..*] < ObservationInterpretation

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [0..*]

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				reference						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* individualAllele

				typeCode*: < ActRelationshipType				typeCode*: <= REFR

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				componentOf						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* geneticLoci

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				component1						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* expression

				typeCode*: < ActRelationshipType				typeCode* <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				component2						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* sequence

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				component3						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* sequenceVariation

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				component4						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedObservation

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				pertinentInformation						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* clinicalPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom1						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* polypeptide

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom2						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedProperty

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		performer				performer						Incomplete definition - tooling.

				0..* providerOrPatientOrRelated				0..*

				typeCode*: <= PRF

				functionCode: CE CWE [0..1] <= PerformerFunctionCode

				contextControlCode*: CS CNE [1..1] <= "OP"

				noteText: ED [0..1]

				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] <= C:ParticipationMode

		Observation				Expression

				classCode*: <= OBS				classCode*: <= EXP

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < x_ActMoodDefEvnRqoPrmsPrp				What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.

				id: SET <II> [1..1] < ObservationType				id: II [0..1]

				code*: CD CWE [1..1] < Observation Type				code: CE CWE [1..1]

				negationInd: BL [0..1]				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty				uncertaintyCode: CE CNE [0..1] < Uncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: ED CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod				interpretationCode: SET <CE> CWE [0..*] < ObservationInterpretation

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [0..*]

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				derivedFrom						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedProperty

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				component						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedObservation

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				pertinentInformation						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* clinicalPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				Sequence

				classCode*: <= OBS				classCode*: <= SEQ

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < x_ActMoodDefEvnRqoPrmsPrp				What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.

				id: SET <II> [1..1] < ObservationType				id: II [0..1]

				code*: CD CWE [1..1] < Observation Type				code: CD CWE [1..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty				uncertaintyCode: CE CNE [0..1] < Uncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: ED CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod				interpretationCode: SET <CE> CWE [0..*] < ObservationInterpretation

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [0..*]

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				component						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedObservation

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom1						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedProperty

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom2						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* sequence

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom3						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* sequenceVariation

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				pertinentInformation						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* clinicalPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		performer				performer1

				0..* providerOrPatientOrRelated				0..*

				typeCode*: <= PRF

				functionCode: CE CWE [0..1] <= PerformerFunctionCode

				contextControlCode*: CS CNE [1..1] <= "OP"

				noteText: ED [0..1]

				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] <= C:ParticipationMode

		targetOf				derivedFrom4						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* determinantPeptide

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				DeterminantPeptide

				classCode*: <= OBS				classCode*: <= DETPOL

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < EVN				What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.

				id: SET <II> [1..1] < ObservationType				id: II [0..1]

				code*: CD CWE [1..1] < Observation Type

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: CD CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [0..*]

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				pertinentInformation						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* clinicalPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				derivedFrom5						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* determinantPolyPeptide

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				PolyPeptide

				classCode*: <= OBS				classCode*: <= POL

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < EVN				What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.

				id: SET <II> [1..1] < ObservationType				id: II [0..1]

				code*: CD CWE [1..1] < Observation Type

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: CD CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [0..*]

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				derivedFrom						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* determinantPeptide

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				pertinentInformation						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* clinicalPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				SequenceVariation

				classCode*: <= OBS				classCode*: <= SEQVAR

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < x_ActMoodDefEvnRqoPrmsPrp				What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.

				id: SET <II> [1..1] < ObservationType				id: II [0..1]

				code*: CD CWE [1..1] < Observation Type				code: CD CWE [0..1]

				negationInd: BL [0..1]				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: ANY CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod				interpretationCode: SET <CE> CWE [0..*] < ObservationInterpretation

				methodCode: SET <CE> CWE [0..*] < ObservationMethod				methodCode: SET <CE> CWE [0..*]

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				derivedFrom						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associdatedProperty

				typeCode*: < ActRelationshipType				typeCode*: <= DRIV

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				component						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* associatedObservation

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				componentOf						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* geneticLoci

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		targetOf				pertinentInformation						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* clinicalPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= PERT

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		performer				performer2

				0..* providerOrPatientOrRelated				0..*

				typeCode*: <= PRF

				functionCode: CE CWE [0..1] <= PerformerFunctionCode

				contextControlCode*: CS CNE [1..1] <= "OP"

				noteText: ED [0..1]

				time: IVL <TS> [0..1]

				modeCode: CE CWE [0..1] <= C:ParticipationMode

		Organizer				ClinicalPhenotype						Not sure whether this really maps to CS Organizer

				classCode*: <= _ActClassRecordOrganizer				classCode*: <= ORGANIZER

				moodCode*: <= EVN				moodCode*: <= EVN

				id: SET <II> [0..*]

				code: CD CWE [0..1] < ActCode

				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: SET <CE> CWE [0..* < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

		component				component1						Depends on question above.

				0..* actChoice				0..* observedClinicalPhenotype

				typeCode*: <= COMP				typeCode*: <= COMP

				contextControlCode *: CS CNE [0..1] <= ContextControl

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				seperatableInd: BL [0..1] "true"

		Clinical Statement				CMET: A_SupportingClinicalInformation

		targetOf				component2						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* knownClinicalPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				KnownClinicalPhenotype

				classCode*: <= OBS				classCode*: <= PHN

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < DEF				What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.

				id: SET <II> [1..1] < ObservationType

				code*: CD CWE [1..1] < Observation Type				code: CD CWE [0..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue				value: ANY CWE [0..1]

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite

		targetOf				component3						Or is it sourceOf?  Attributes are the same, so no real issue.

				0..* actChoice				0..* externalObservedClinicalPhenotype

				typeCode*: < ActRelationshipType				typeCode*: <= COMP

				inversionInd: BL [0..1]

				contextControlCode *: CS CNE [0..1] <= "AN"

				contextConductionInd*: BL [1..1] "true"

				sequenceNumber: INT [0..1]

				priorityNumber: INT [0..1]

				pauseQuantity: PQ [0..1]

				negationInd: BL [0..1]

				conjunctionCode: CS CNE [0..1] < RelationshipConjunction

				localVariablename: ST [0..1]

				seperatableInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

		Observation				ExternalObservedClinicalPhenotype

				classCode*: <= OBS				classCode*: <= PHN

				moodCode*: x_ClinicalStatementObservationMood				moodCode*: < EVN				What is the CG domain name?  Can't find it.
Why are DEF, RQO, PRMS, and PRP included as mood codes?  The model seems insufficient to support ordering.

				id: SET <II> [1..1] < ObservationType				id*: II [1..1]

				code*: CD CWE [1..1] < Observation Type				code: CD CWE [0..1]

				negationInd: BL [0..1]

				derivationExpr: ST [0..1]

				text: ED [0..1]				text: ED [0..1]

				statusCode*: CS CNE [0..1] < ActStatus

				effectiveTime: GTS [0..1]				effectiveTime: GTS [0..1]

				activityTime: GTS [0..1]

				availabilityTime: TS [0..1]

				priorityCode: CE CWE [0..1] < ActPriority

				confidentialityCode: SET <CE> CWE [0..*] < Confidentiality

				repeatNumber: IVL <INT> [0..1]

				interruptibleInd: BL [0..1]

				independentInd: BL [0..1]

				uncertaintyCode: CE CNE [0..1] < ActUncertainty

				languageCode: CE CNE [0..1] < HumanLanguage

				value: ANY CWE [0..1] < ObservationValue

				interpretationCode: SET <CE> CWE [0..*] < ObservationMethod

				methodCode: SET <CE> CWE [0..*] < ObservationMethod

				targetSiteCode: SET <CD> CWE [0..*] ActSite





Vocabulary

		Relevant Vocabulary

		Act Class Codes

		ACT

				_ActClassRecordOrganizer

						COMPOSITION

								DOC

				EXPOS

				OBS

						ALRT

						CLNTRL

						COND

						DGIMG

						GEN

								DETPOL

								EXP

								LOC

								PHN

								POL

								SEQ

								SEQVAR

						INVSTG

				PROC

						SBADM

						SPECCOLLECT

				SPLY

		Data Types

		BL

		CD

				CE

						CV

								CO

								CS

		GTS

				IVL

				PVL

				EIVL

		II

		ActRelationshipType

		COMP

				CTRLV

		PERT

				CAUS

				DRIV

				REFR

		OUTC

				RISK






